
 
 
General rights 
Copyright and moral rights for the publications made accessible in the public portal are retained by the authors and/or other copyright 
owners and it is a condition of accessing publications that users recognise and abide by the legal requirements associated with these rights. 
 

 Users may download and print one copy of any publication from the public portal for the purpose of private study or research. 

 You may not further distribute the material or use it for any profit-making activity or commercial gain 

 You may freely distribute the URL identifying the publication in the public portal 
 
If you believe that this document breaches copyright please contact us providing details, and we will remove access to the work immediately 
and investigate your claim. 
  
 

   

 

 

Downloaded from orbit.dtu.dk on: May 23, 2023

De novo biofilm community assembly from tap water source communities favors
Nitrotoga over Nitrospira under elevated nitrite surface loading

Kinnunen, Marta; Dechesne, Arnaud; Albrechtsen, Hans-Jørgen; Smets, Barth F.

Publication date:
2016

Document Version
Publisher's PDF, also known as Version of record

Link back to DTU Orbit

Citation (APA):
Kinnunen, M., Dechesne, A., Albrechtsen, H-J., & Smets, B. F. (2016). De novo biofilm community assembly
from tap water source communities favors Nitrotoga over Nitrospira under elevated nitrite surface loading.
Abstract from 16th International Symposium on Microbial Ecology, Montreal, Canada.

https://orbit.dtu.dk/en/publications/3f7f35cd-0d9a-4f51-83f8-36470efa9201


Poster presentation at International society of microbial ecology (ISME16) congress in Montreal, Canada 

De novo biofilm community assembly from tap water source communities favors Nitrotoga over 

Nitrospira under elevated nitrite surface loading  

Marta Kinnunen, Arnaud Dechesne, Hans-Jørgen Albrechtsen, Barth F. Smets 

Four main processes are considered to drive microbial community assembly: selection, drift, 

dispersal and speciation. These processes occur simultaneously, but the extent to which each 

process contributes to community assembly is unclear in natural communities. 

We exposed a high-throughput flow-through biofilm system to continuous immigration from 

a tap water metacommunity while applying different nitrite surface loading rates. After 63 

days of operation, we extracted biofilms and analyzed the community composition via 

Illumina MiSeq targeting the 16S rRNA gene. Previous studies have shown that Nitrospira is 

the dominant nitrite oxidizing genus in low nitrite environments. Hence, we postulated that 

by elevating the nitrite surface loading we would select for NOB with lower nitrite affinity 

than Nitrospira. 

We observed different dominant NOB species under different loading rates. While in the 

metacommunity, Nitrotoga and Nitrospira were found at near equal abundances, in the 

biofilm community, elevated nitrite loading strongly selected for Nitrotoga over Nitrospira. 

The biofilms were also significantly different in their alpha-diversity (p<0.001) and beta-

diversity, and the evenness and richness of the biofilm community decreased significantly 

(p=0.004) compared to the metacommunity. These observations indicate that the selection 

towards Nitrotoga and Nitrospira dominated community assembly under different nitrite 

loadings. Lastly, we compared our observations of community composition with that 

predicted by neutral community assembly model. The predictions did not match the 

community structure observed in the biofilms (p=0.31), providing further evidence of the 

importance of selection during community assembly. 


